Key indicators: single-crystal X-ray study; T = 223 K; mean (C-C) = 0.002 Å; R factor = 0.054; wR factor = 0.145; data-to-parameter ratio = 15.3.
In the title compound, C 14 H 10 F 3 N 7 Á2CH 4 O, the heterocyclic ring system is essentially planar (r.m.s. deviation = 0.009 Å ) and makes a dihedral angle of 6.91 (8) with the attached benzene ring. In the crystal, the main molecules form centrosymmetric R 2 2 (8) dimers via pairs of N-HÁ Á ÁN hydrogen bonds between the amino groups and pyrimidine N atoms. One of the independent methanol molecules and its inversion equivalent are linked to the dimers via O-HÁ Á ÁN and N-HÁ Á ÁO hydrogen bonds, forming R 4 4 (16) graph-set motifs. The dimers along with the hydrogen-bonded methanol molecules are stacked along the a axis, with -interactions between the pyrazole and triazole rings [centroid-centroid distance = 3.4953 (10) Å ].
Related literature
For reviews on pyrazolo [4,3-e] Table 1 Hydrogen-bond geometry (Å , ). (Baraldi et al., 2006; Cacciari et al., 2007) . However, information on the structure of this heterocyclic system is limited (Ferretti et al., 2006; Mezheritsky et al., 2004; Tyurin et al., 2005; Xiao & Shi, 2007) . In 
Refinement
All C-bound H atoms were positioned geometrically and included in the refinement in riding-motion approximation [0.94 Å for CH of aromatic systems, 0.97 Å for methyl groups, and 0.83 Å for hydroxyl groups; U iso (H) = 1.2U eq (C Ar ) and U iso (H) = 1.5U eq (O,C Me )] while the amino group H atoms were located in a difference map and refined freely.
supplementary materials sup-2 Figures   Fig. 1 . The asymmetric unit of the title compound, showing the atomic numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. 
